Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.037; wR factor = 0.110; data-to-parameter ratio = 22.0.
Related literature
For the biological activity of urea derivatives, see: Sliskovic et al. (1999) ; Furlong et al. (2000) ; Houghton et al. (1995) . For related structures, see: Krishnakumar et al. (2012) ; Sudhahar et al. (2013) ; Worsham & Busing (1969) ; Nelyubina et al. (2007) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y þ 1; z; (ii) x þ 1; y; z; (iii) x; y; z þ 1.
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXL97. 
Comment
Urea derivatives are known to exhibit anticholesterolemic, herbicidal and antitumor activities (Sliskovic et al., 1999; Furlong et al., 2000; Houghton et al., 1995) . Herein, we report the crystal structure of the title compound (I, Fig. 1 ). The asymmetric unit consists of one CH 5 N 2 O + cation and one C 7 H 5 O 6 S -anion. In the title compound, the geometric parameters of the uronium cation (Worsham & Busing, 1969; Nelyubina et al., 2007 ) and 3-carboxy-4-hydroxybenzenesulfonate anion (Krishnakumar et al., 2012; Sudhahar et al., 2013) are comparable with the reported structures.
The dihedral angle between the benzene ring and the mean plane of the uronium fragment is 76.02 (8)°. In the anion, the carboxyl group makes the dihedral angle of 1.47 (9)° with the benzene ring. In the molecular structure, cation and anion are linked by O-H···O and N-H···O hydrogen bonds, and the molecular conformation of the anion is controlled by weak O-H···O hydrogen bond (Fig. 1) . The crystal structure exhibits weak intermolecular O-H···O, N-H···O (Table 1 and interactions, to form a three dimensional network.
Experimental
Urea (CH 4 N 2 O, 3.003 g) and 5-sulfosalicylic acid (C 7 H 6 O 6 S, 12.711 g, 1:1 ratio) were mixed in water and the resulting solution was allowed for slow evaporation at room temperature. Good quality crystals, suitable for X-ray intensity data collection, were collected after 2 weeks.
Refinement
H atoms bonded to O and N heteroatoms were placed from difference maps and refined with free coordinates, although restrictions were applied on bond lengths: N-H = 0.86 (1) Å and O-H = 0.82 (1) Å. Isotropic displacement parameters for these H atoms were calculated as U iso (H) = 1.5U eq (O) for O-H bonds and U iso (H) = 1.2U eq (N) for N-H bonds. H atoms for CH groups were positioned geometrically and refined using a riding model, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C).
Computing details
Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT (Bruker, 2004 
Figure 1
The molecular structure of (I), with 30% probability displacement ellipsoids for non-H atoms. Intramolecular hydrogen bonds are shown as dashed lines. 
